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S e rVI n g t h e Xbiom is our BioPharma solutions platform for:

* Research insights from nonclinical and clinical studies,

L i fe S C i e n C e S assays, biomarkers

Validated workflows for regulatory nonclinical and

clinical submission preparation

r
I n d U St ry Automated Smart Transformation for data curation from

data lakes to target model

- 2 Governance and management of standards, terminology,
S I n c e O 0 9 metadata

CORPORATE OFFICE's:
Foster City — California, USA
Silver Spring — Maryland, USA
France — Paris

Bangalore — India

Platinum member of CDISC and contributor to PhUSE

PointCross Life Sciences



CDMS / EDC

Medical History

Informed Consent

PK / DMPK

Omics

Nonclinical
Toxicology

Functional
Markers

Bio-Samples
In-vivo Ex-vivo

Digital Pathology
IHC Immuno-assay

Disparate Data Sources

Xbiom: Makes Data Useful

DATA CURATION

Xbiom typically has multiple integrations
to other applications, such as
Cheminformatics

Internal registries

ClinOps data sources

Biomarker databases

MDM

Biosamples / bio banks among others

Xbiom ingests and index assay data from

Discovery, .
Exploratory
Pre-clinical .
In-vivo

Non-clinical
Clinical trials
Biomarker data

.to identify signals across stratified cohorts
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Xbiom™ Suite for Research & Regulatory in

Clinical & Nonclinical

Insights for Translational
Research

Insights: Clinical
And Biomarker

Workbench for
Translational &

Biomarker
Research
Xbiom™
e et Smart built on eData Validator
T Transformation M‘g::';‘:g;“d (SDTM, SEND)
Platform

Regulatory Data
Standardization, Submission Regulatory: Regulatory:
Planning and Preparation Clinical Nonclinical




What does
Smart Transformation [Ec

Xbiom Smart Transformation provides comprehensive capabilities to ingest source data by mapping and
transforming to target models, harmonize terminologies and unit systems, perform data QC and make data available
for Search, Aggregation, Analytics and Visualization through Xbiom UDM (integrated data hub with modelled
structured data).

Generate a Universal Data Model (UDM)
that is flat, simplified, and easily indexed
for search; representable as a graphed
linked object (RDF, OWL) for use in
SPARQL queries, and inference engines

Smart Transformation transforms Raw,
Fragmented, Non-Standard data to a
standard accessible, exploitable form.

Generate a Standard Data Model (SDM)
of user's choice for exchange, access by
legacy scripted queries (SDTM, ADaM,
SEND, Corporate custom standards such
as Research Trust DB)

Regenerate UDM data in Xbiom
repository back into any standard SDM -
reuse, flexible, repurpose and drive the
change in industry

PointCross Life Sciences



Data Concierge Service:
Value for Biotech

Xbiom™
Smart built on eData Validator
Transformation Metadata and (SDTM, SEND)
Ontology
Platform

The Value from Science Perspective

The Value from Business Perspective
We are agile — our team includes
» Integrate source data from CROs + labs
» Standardize and harmonize source
data into analysis-ready data

Bioinformaticians

Molecular Biochemists

Data Scientists

IT Architects and Operations
Physicians

Board Certified Toxicologist

» Search + select stratified cohorts
» ldentify data gaps and sample
availability for assays
» Augments Biotech’s data science to

We are not an IT software and services company Translational teams
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Normalized Omics data types in Xbiom Ontology

OMICS Measurement Measurement Types Assays, Data Vendors Reference Current Biomarker
Technologies, Dictionaries Counts
Methods
Genetic Variation | Short Variant DNA Targeted Foundation NCBI Gene
Copy Number Sequencing, Medicines; Info,
Genomics . Digital PCR Sysmex Inostics; | COSMIC
Alteration
Rearrangements Applied
Biosystems
Sequencing Targeted RNA Targeted RNA lllumina NCBI Gene
Sequencing Sequencing Info 59,670°*
Expression Gene Expression; Microarray, AltheaDx; NCBI Gene
Transcriptomics Targeted mRNA Nanostring NanoString Info
expression Technologies
miRNA expression qRT-PCR Covance miRBase 2,656 (miRNA)
*Targeted mRNA In situ
detection Hybridization
Expression Expression of Proteins | Immunohistoche Mosaic UniProt
mistry Laboratories (SwissProt) 563,972
Proteomics Concentration Concentration of Immunoassay,ELI Myriad RBM
Proteins SA, Multiplex
Assay
Immune cells *Cell Sorting (Cluster Flow cytometry
Population of Differentiation) Cell
surface proteins
Metabolomics Concentration Concentration of Liquid BIOCRATES Life Human 114,260
Metabolites Chromatography- | Sciences AG Metabolome (Metabolites)
Mass Database
Spectrometry (HMDB)

Supports up to date Ontology services from industry standard databases for normalization of
Omics data enabling cross study analysis.




UDM - Universal Data Model for Disparate Data

Study
|

|
In-Vivo

Trial/Study

— Trial Summary

— Trial Design

— EX Exposure
— TE Trial Elements
"— TA Trial Arms

-— TX Trial Sets or
Cohorts

— DM Demography

* Findings are held in a common storage model with Observation/Testname, date-Time stamp,

Findings

*

I|I|I|I|I|I|I|I|||I|I|I|I|I|I|Il,lllI|I|I|I|||I|I|I|I|||I|I|I|I|I|

I
Subject

Human or Animal

All findings related to a
Subject -

Tests, observations, time-

stamps
Includes:
Clinical Observations
Health History

Body Weight, Food
consumption

Interventions and actual
exposure with timing,

Events

Necropsy — Organ
Macroscopy

Cohorts/RWD

Bio-Samples
Blood, Serum, Plasma,
Urine, Tissues, Organs

L

Findings*

Qualitative:
Histopathology

Biopsies

Quantitative:
Serum and Urine
Bio-chemistry, Lab

Omics — Gene, Proteomics,
Transcriptomics,
Metabolomics, FACS, Flow
Cytometry, ADA, IHC,

Samples

1
Cell Lines

In-Vitro

— Assay Protocol

Findings*

|I|I|I,I|I|I||

Ex-Vivo

— Assay Protocol

Findings*

Units and other attributes

N\



Xbiom™ Configuration for
Clinical and Translational Biomarker Research

SCE - Clinical Smart Transformation
(Statistical Data Ingestion
Computing

Environment
) Sample to Assay

. Data Trackin
' Ginical 9

IGO

Tx Search
Analytics

OData Open API
R, Python on Jupyter notebook
TensorFlow Machine Learning

1+

Xbiom Regulatory Clinical VDR

21 CFR Part 11 (Submissions and Studies) (Encrypted Data Exchange)
SDTM, GCP Data, EDC Outputs, Biomarkers

GCP / GMP
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Xbiom ™ makes data useful

Live Demo

www.pointcrosslifesciences.com

Webinar on Xbiom™

Enabling Data Integration for Translational & Precision Medicine

PointCross Life Sciences



Sample formats for Imnmunoassay data received from Vendors

STUDYID SUBJIDN SPID TPT TESTCD ORRES ORRESU LLeQ STAT REASND D M Y
PCi123 1001501 CiD1 IL_6 6.6 pg/mL 141 23 4 2019 |™
PCi123 1001501 CiD1 VEGF_A 68 pg/mL 1 | 23 4 2019
PCi23 1001501 CiD1 VEGF_C 1432 pg/mL 11 23 4 2019
PC123 1001501 CiD1 VEGF_D BLQ pg/mL 1] 23 4 2019
Study Order TestProfile SampleName Species SampleType Anticoagulant Analyte Units LDD LLOQ LowRange HighRange Result Comment
PCO01 P002 MAP PC123, Screen Human  Plasma EDTA 6Ckine pg/mL 36 11 357 1330 410 Machine
i ) - Readable
PCO01 P0O02 MAP PC123, Screen  Human  Plasma EDTA Adiponectin  ug/mL 0.02 0.13 18 15 38
Columnar
Calc. Format
Sign Concentrati Calc. Conc. Calc. Conc. Compound
Sample Assay Well Spot Dilution Concentration al Mean on Ccv Mean SamplelD SUBJID Name X250 X5 Sample type
659.
PCOO1 IL-6 A03 7.00 1.00 00 598.00 0.00 52.38 0.00 Biposysampl PC001-121 Vehicle Biopsy
536.
PCO0O1  GM-CSF AD4 7.00 1.00 00 598.00 0.00 52.38 0.00 Biposysamp2 PC001-121 Vehicle Biopsy
Lab Test or Examination Result or Findings as Unit of the Original Specimen
Unique Subject Identifier Name Category for Lab Test  Collected Result Condition Method of Test or Examination | =
PC11801 IL-6 WB 0.6 pg/mL Human whole Blood Assay
PC11801 IL-8 WB 282 8 pg/mL Human whole Blood Assay
Granulocyte-Macrophage Colony-
Analytes Stimulating Factor (GM-CSF) Interleukin-2 {IL-2)
Units pg/mL pe/mL
LoD 15 82 H Lzl
LLOQ 29 162 Readable
Low Range Pivoted
High Range ND ND Format
Samples SitelD SubjectiD SamplelD Visit Type Date of Collection Time of Collection
PC0O01578763284 ADD1 PC123 54323456 Cip1 05/17/2020 43 356




Data Transformation and Enrichment

Data Models | Curated | \
_______________ > =l
(I) Training sets

I ||
Terminologies / New Training JJ

Ontologies / sets from User

Dictionaries | ‘ Decisions

Machine Learning Models
Based Recommendation Engine

Mapping Terminology
Recommendations Recommendations

< "
e - o

User Decisions: approve/update Recommendations
(Supervised Learning)

Workflow of Data Transformation
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Assay data for translational research

Study Data

EDC: All recruited {Sloh)

patients and as-
collected eCRF data

Specialty Assays:

Ordered as part of
Study Protocol

Curated/Harmonized
Assay Data .

Specialty Assays on
Bio-Banked Samples:

A

Special Requests from
Translational Analysis

v

XBIOM: Translational XBIOM IGO: Compare, analyze
Workbench - Insights | Cohorts
Search, Find, Select Identify Data Gaps, New Tests
Stratified Cohorts or Assays that are relevant

XBIOM Sample Availability
Monitoring: (Inventory,
Manifests and Data Requests) Data Gaps that

Dashboards,

can be filled by

additional Assays?
Tools and

Shopping Cart — Request for
Tests on Samples

T

List of Patients, Visits, Sample Types, and
Tests Requested



Curation & Transformation Production | S, Rajalaxmi | 03-MAY-2021 12:02:42 PM (UTG +05:30) | DR [ions

ROSS Life Sciences

Facility
VORSCEYREIGHEE  Batch ID: exvivo x Business Base : PointCross Xbiom Clinical Insights _*
Batch Status : Completed [ Import Batch Details ] [ Delete ] [ Initiate Process ] [ Export Batch Details ]
Batch Details Batch Details cB ]
Auto Generate
Dataset Transformations Auto Generate B S
Metadata Mappings
~ Terminology Normalization Dataset Transformations BTR |~
Controlled Terminology
MedDRA Metadata Mappings BTEO S~
NCBI Gene Info
UniProt Controlled Terminology BB />
mirBase
HMDB Additional Transformations BB S~
Additional Transformations :
Derivations Derivations BCR S
Data Updates
Output Data Updates o6TR /-~

Output <l ~




Terminology

» » Global

- » CDISC

- » Model CT

- » Local

» External Dictionaries
G System Codelist
#- Standard Units

3 Unit Conversion Factors

& Controlled Terminology v

Global

Codelist

2

Code

C141656
C141662
C141660
C115387
€101808
C141654
€135012
C124667
C147537
€101806
C66767

C101865
C120984
C132311
€66780

C66781

C112434
C119061
C119059
C161622
€100131
C106650
€105139

Total Count : 520

GLOBAL SDTM Terminologies

Code

Codelist Name

10-Meter Walk/Run Functio...
4-Stair Ascend Functional T...
4-Stair Descend Functional ...
6 Minute Walk Functional T...
ADNI Auditory Verbal Learni...
AJCC TNM Staging System...
AJCC Tumor Grade Respon...
ASSIGN Cardiovascular Dis...
ATLAS Clinical Classificatio...
Abnormal Involuntary Move...
Action Taken with Study Tre...
Acute Coronary Syndrome ...
Acute Physiology and Chro...

Administration Technique R...

Age Span
Age Unit

Airway Questionnaire 20 Qu...
Alcohol Use Disorder |denti...
Alcohol Use Disorder Identi...
Alert Verbal Painful Unresp...
Alzheimer's Disease Assess...
Alzheimer's Disease Coope...

Alzheimer's Disease Coope...

Selected Record(s) : 1

Codelist Extensible
NO
NO
NO
NO
NO
NO
NO
YES
NO
NO
NO
NO
NO
YES
YES
NO
NO
NO
NO
NO
NO
NO
NO

NN
Production | S, Rajalaxmi | 03-MAY-2021 5:32:43 PM (UTC +05:30) |

Deploy Terminology

CDISC Submission Code
TENMW1TN
A4STR1TN
D4STR1TN
SIXMW1TN
AVLO1TN
AJCC1TN
AJCCGRD
ASSGO1TN
ATLAS1TN
AIMSO01TN
ACN
ACSPCAT
APCH1TN
ADTNQRS
AGESPAN
AGEU
AQO1TN
ADTCO1TN
ADTO1TN
AVPUO1TN
ADCTN
ADLO3TN
ADLO1TN

| OINI

SS Life Sciences

Audit Trail Report ¥ gysiness Base : PointCross Xbiom Clinical Insights

Search...

CDISC Synonym(s)

C=DHCED
CDCID

(‘switch to cDISC CT View ) ({1 + ]

CDISC Definition

10-Meter Walk/Run test name.

4-Stair Ascend test name.

4-Stair Descend test name.

6 Minute Walk Test test name.

ADNI AVLT test name.

AJCC TNM Staging System 7th Edition test name.
Terminology relevant to the American Joint Committee
ASSIGN Cardiovascular Disease 10-Year Risk Score t
ATLAS test name.

Abnormal Involuntary Movement Scale test name.
Terminology specifying changes to the study treatment
A classification of the presentation of acute coronary s'
Acute Physiology and Chronic Health Evaluation |l tes'
Terminology relevant to the product administration tect
Subgroups of populations based on age. (NCI)

Those units of time that are routinely used to express 1
Airway Questionnaire 20 test name.

Alcohol Use Disorder |dentification Test-Consumption |
Alcohol Use Disorder |dentification Test: Self-Report Vi
Alert Verbal Painful Unresponsive Scale test name.
ADAS-Cog CDISC Version test name.

Alzheimer's Disease Cooperative Study-Activities of D
Alzheimer's Disease Cooperative Study-Activities of D
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Terminology Production | S, Rajalaxmi | 03-MAY-2021 5:32:43 PM (UTC +05:30) | XE

& Controlled Terminology v External Dictionaries Deploy Terminology ~ Audit Trail Report ¥ gysiness Base : PointCross Xbiom Clinical Insights

- » Global (#) (@) (2)
- » CDISC Type Version URL Active Index Status Reference URL Short Form Created On
- » Model CT
- LOINC +
- % Local
+ Med-RT +
» External Dictionaries
-~ MedDRA
4 System Codelist +
DATABASE & 001 Yes 3 Completed MedDRA 06-NOV-2019 15:02:4:
- Standard Units s
- NCBI Gene Info +
13 Unit Conversion Factors
DATABASE L ocT2019 Yes 3 Completed hitps://www.ncbi.nim.nih.gov... ~ NCBIGene 29-NOV-2019 16:10:4:
DATABASE L No 3 Completed https:/www.ncbi.nim.nih.gov... ~ NCBIGene 04-FEB-2019 15:45:2¢
+ Null Flavor +
— SNOMED +
— Sponsor Ontology +
+ UNII +
— UniProt +
DATABASE X ocT2019 No 3 Completed hitps://www.uniprot.org/unipr...  UniProt 29-NOV-2019 16:14:1¢
DATABASE KA 2019 Yes 3 Completed https:/iwww.uniprot.org/unipr... ~ UniProt 05-FEB-2019 18:51:27
- WHODD +

+ mirBase +

- LN simd  AD
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Terminology Production | S, Rajalaxmi | 03-MAY-2021 5:32:43 PM (UTC +05:30) | XE&&% e g

& Controlled Terminology v Unit Conversion Factors Deploy Terminology ~ Audit Trail Report v  psiness Base : PointCross Xbiom Clinical Insights

- % Global @ Search...
- %» CDISC ’ Parameter Source Unit Destination Unit Conversion Factor Parameter PCID Source Unit PCID Destination Unit PCID
R o Glutamate Dehydrogen... UL ukat/L 0.01667 10001602 10000806 10010784
Glutamate Dehydrogen... UL UiL 1 10001602 10000806 10010750
- » Local Glutathione mg/dL mmol/L 0.0325 10001670 10010581 10000790
» External Dictionaries Gold mg/L umol/L 5.077 10001451 10000724 10025415
Growth Hormone Inhibi...  ng/L pmol/L 0.611 10001779 10000749 10000744
&4 System Codelist ,
Haptoglobin mg/L mmol/L 0.00001 10002444 10000724 10000790
# Standard Units Haptoglobin mmol/L glL 0.01 10002444 10000790 10000825
P e Haptoglobin mmol/L mg/dL 0.1 10002444 10000790 10010581
Haptoglobin mg/dL mmol/L 10 10002444 10010581 10000790
HDL Cholesterol mg/dL mmol/L 0.0259 10002300 10010581 10000790
HDL Cholesterol gL mmol/L 2.59 10002300 10000825 10000790
HDL Cholesterol mmol/L mg/dL 38.61 10002300 10000790 10010581
HDL-Cholesterol Subcl...  mg/dL mmol/L 0.0259 10001450 10010581 10000790
HDL-Cholesterol Subcl...  mg/dL mmol/L 0.0259 10001449 10010581 10000790
Height in m 0.0254 10001270 10001249 10010556
Hematocrit mL/dL % 1 10002226 10010609 10000711
Hematocrit viv % 100 10002226 10025005 10000711
Hemoglobin g/dL mmol/L 0.155 10002627 10010476 10000790
Hemoglobin gL mmol/L 0.0155 10002627 10000825 10000790
Hemoglobin mmol/L glL 64.52 10002627 10000790 10000825
Hemoglobin mmol/L g/dL 6.45 10002627 10000790 10010476
Hexokinase u/10M2 Erc ukat/10M2 Erc 0.0167 10001882 10025865 10025866
Histamine ug/L nmol/L 8.997 10001448 10000774 10000761
Homocysteine mg/L umol/L 7.397 10002443 10000724 10025415

Total Count : 719 Selected Record(s) : 1



QC Dashboard Business Base : PointCross Xbiom Clinical Insights

™ Now Al l ¥ fpproved l % Fojecand ‘ F129 New Arival v = Crawi ]
92 10 0
Study Search for Studies X SDM File Validation Error Warning
# File(s) # Studies # File(s) .
0 8 10 15 0 5 10 0 5 10 Data Consistency

- = Data Format
- Immuncassay MH 2 0

.‘A Terminology

AE

= 0

oM Unit Conversion

0
Summary Compare Files £ Compare Repository Showing: 92 records v Approve % Reject @

U Study ID SDM File Na... Model ...  # Columns # Rows Rules Failed Errors Warnings  Termin Status No
O RWD S... SDTM+ SC 66 17 8211 2 0 8213 7 New Arrival 3
8 RWDS... SDTM+ MH 71 13 53793 0 0 0 0 New Arrival 3
O RWDS... SDTM+ LB 87 22 166983 1 0 50000 a1 New Arrival B
O RWDS... SDTM+ PR 72 16 41223 0 0 0 6 New Arrival A
O RWDS...  SDTM+ CM 72 12 44443 0 0 0 0 New Arrival 3
O RWDS... SDTM+ PE 82 20 9576 1 0 9576 0 New Arrival a3
(] RWDS.. SDTM+ SDTM: || 0 22 182 1 1 0 0 New Arrival O
O RWDS... SDTM+ ™ 0 22 199 1 1 0 0 New Arrival 3
O RWDS...  SDTM+ HO 55 12 57406 0 0 0 0 New Arrival 3
O RWDS... SDTM+ Ml 74 22 164 1 0 328 0 New Arrival =
O RWDS... SDTM+ Qs 69 19 16 3 1 34 0 New Arrival 3
O RWDS... SDTM+ DM 47 18 1173 1 1 0 1 New Arrival a3
O RWDS... SDTM+ Vs 81 22 65368 2 0 27959 4 New Arrival A
O PC001 DNA DNA 88 12 645 2 1290 0 0 New Arrival =
O RWD SDTM+ SC 66 17 821 2 0 8213 7 New Arrival 3
O RWD SDTM+ MH 71 13 53793 0 0 0 0 New Arrival A
O RWD SDTM+ LB 87 166983 1 0 50000 a1 New Arrival B
O RWD SDTM+ PR 72 16 41223 0 0 0 6 New Arrival =
O RWD SDTM+ CcM 72 12 44443 0 0 0 0 New Arrival 3
O RWD SDTM+ PE 82 20 9576 1 0 9576 1 New Arrival 3
O RWD SDTM+ cv 0 22 182 il il 0 0 New Arrival =




Terminology

& Controlled Terminology v

- » Global
-+ » Standard - CDISC
- » Model CT
- %» Local
L System Codelist
# Metadata Definition
#- Standard Units

3 Unit Conversion Factors

Dataset Level

Codelist Custom Attribute : 0.00001

Variable Level

Value Level Metadata

(4 Add ) (& Edi

iete | (& Refresh ) |

ave | |

s BSOS BT B0 = 7 & B s OSBGOS RIS T S = s B TS B < 1

Total Count : 43

Order Number

© ® N OO O s O -

| [ e | Eno| Faal] s | e [ Tna] | F=a] it |i=s

S~ woN

Domain*

Program
Study List
Study List
Study List
Study List
Study List
Study List
Study List
Study List
Study List
Target
Target
Test Article
Test Article
Test Article
Test Article
Test Article
Test Article
Test Article
Test Article
Test Article
Test Article
Test Article
Test Article

Section

General
General
General
General
General
General
General
General
General
General
General
General
ADC

ADC

ADC

ADC

Drug Linker
Drug Linker
Drug Linker
Drug Linker
General
General
General

General

NS
Production | S, Rajalaxmi | 03-MAY-2021 5:51:58 PM (UTC +05:30) | X

Variable Name*

studyNumber
TestArticle

DrugType

Antibody
StudyList_DrugLinker
ReleasedDrug
StudyType
StudyCategory
Species
GLPvsnonGLP
targetOnBoneMrrwProgram
General_Other
mAbBackbone

DAR
ADC_drugLinker
PayloadReleasedDrug
ADCstability
reactivehandle
CleavageSite
DrugLinker_Other
Testarticletype
Program
CASNUMBER
drugClass

Variable Label*

Study

Test Article
Drug Type
Antibody

Drug Linker
Released Drug
Study Type
Study Category
Species

QA Type

Target on BoneMarrow
Other

Antibody

DAR

Drug Linker
Released Drug
ADC stability
Reactive handle
Cleavage Site
Other

Drug Type
Program

CAS NUMBER
Compound Class

Data Type

Text
Text
Text
Text
Text
Text
Text
Text
Text
Text
Text
Text
Text
Integer
Text
Text
Text
Text
Text
Text
Text
Text
Text
Text

OINT
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& Export

Select Types

Multi

Single
Single
Single
Single
Single
Single
Single
Single
Single
Single

Multi
Multi
Multi
Single

Single

Single

Single



[ Soved Search Gt | Seach ot | Stow Search Rl |

[@J [@Jf [En(erSearch Criteria

x/ (o)

B1AKD 01AND 20,03 0R 04 | Q. | 2o | ke

No. of Results: Studies-1; Subjects-204

(= Study Drug
dll Treatment Name
# Dose Form
# Route of Administration
# Fasting Status
= Events
dll Clinical Events
dll Adverse Events
dll Deaths
(= Findings About Interventions/Events
dll Findings About
(2 Test Findings
dll Laboratory Test Results
dll ECG Test Results
dll Immunogenicity Specimen Assessments
dll Morphology
dll Physical Examination
dll Reproductive System Findings
dll Vital Signs
dll Name of Procedure
dll Clinical Endpoints (ADS)
il Questionnaires
=@ Interventions
dll Concomitant Medications
dll Substance Use
S

Study Summary >3ub]oct History-Baseline m Molecular Biomarkers >Blosamplos >SDTM Variables >

— Adverse Events  Matched Studies-1; Subjects-4
Adverse Events

Cardiac arrhythmias
C1

xV

Include Baseline Data

Severity/Intensity

Confirmed DLT

X|

Parameter

— Clinical Endpoints (ADS) Matched Studies-2; Subjects-232

Q |

XV

Range in DAYS

b

Category for Medication

— Concomitant Medications  Matched Studies-1; Subjects-204

PRIOR SYSTEMIC ANTI-CANCE...
a

xV

Include Baseline Data

Indication

Medication Name

Best Response

—Vital Signs  Matched Studies-1; Subjects-204

Test Name

C4

xV

Include Baseline Data

Serial Measurement:

0

Range in mmHg

4> p-

mn[>=80 |




RUSS
| Saved Search Criteria | Search Criteria | Show Search Results

[@ J [@J\ LEﬁnﬁ(grr §§§@§ B1 AND C1 AND C2 AND C3 OR C4 AND D1 AND D2 | L’J‘ | P Search|| [x CIearJ\ [0 Refreshj‘ No. of Results:  Studies-0; Subjects-0
=) Molecular Biomarkers Study Summary >SubjoctHIstory-Basollno >CIInIcaI Parameters ) [ ' . """ ) Biosamples >SDTM Variables >
dll Molecular Biomarke
— Molecular Biomarkers  Matched Studies-3; Subjects-447-
Macromolecule type Biomarkers Method Measurement type
Dl D *°| | v o G 7| 7 | || i«
Short Variant
— Molecular Biomarkers Matched Studies-1; Subjects-85
M olecule
i typ:( v Biomarkers Method Vendor Measurement type
D2 7 (@) d . 3 [«
Additional Biomarker Criteria

« Cell Type (Cytotoxic T cells) with Protein Biomarker (CD3+,CD16+,CD56+) with Unit (%) with Test Detail ||
(CNA+CN1R+ CNRAR+) with Mathad (finw rutamatry aceav) has valiie hatwean 112 14 G

Flow Cytometry-
Cell Sorting |»
Flow Cytometry-Cell Sorting

Cell Type 1 Protein Biomarker

Cytotoxic T cells CD3+;CD4-,CD8+ in: : o Max: 603

Cytotoxic T cells CD3+,CD4-,CD8+ in: i _ » Max: 60.3

Cytotoxic T cells CD3+;,CD16+;CD56+ in: g ( o Max: 14.9

Cytotoxic T cells CD3+,CD16+:CD56+ in: 3 _ o Max: 14.9

Cytotoxic T cells CD3+,CD4+,CD8- in: ; ( o Max: 46.9

Page 1 of 1 Displaying 1 - 518 of 518

Apply Close
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Table and Figures
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/ﬁ‘ ) TrialArms v & & 28 2l e iy = i [ | b L Visit Scale v| & =
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Granulocyte-macrophage col Cycle 1 Day 10
Globulin Protein Measuremer Cycle 1 Day 9

Glucose Measurement C2D1Predose

Direct Bilirubin Measurement Day 1 Cycle 11
Hemoglobin Measurement Day 1 Cycle 12
Creatinine Measurement Day 1 Cycle 13

Alanine Aminotransferase Me Day 1 Cycle 14

Carhan Ninvida Maaciiraman Nav 1 Cwrla 18
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Xbiom " makes data useful

Question & Answers

Please direct questions to the Host via the Chat function

www.pointcrosslifesciences.com

Webinar on Xbiom™

Enabling Data Integration for Translational & Precision Medicine
PointCross Life Sciences
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Xbiom " makes data useful

Thank You for your

participation

www.pointcrosslifesciences.com

Let’s Talk!
Data Concierge Service & Xbiom Clinical Insights & Translational Workbench
Schedule a consultation at get_started@pointcross.com



mailto:get_started@pointcross.com

